40 As for other Latin American populations, Argentinians are the result of the admixture 41 amongst different continental groups, mainly from America and Europe, and to a lesser 42 extent from Sub-Saharan Africa. However, it is known that the admixture processes did 43 not occur homogeneously throughout the country. Therefore, considering the importance 44 for anthropological, medical and forensic researches, this study aimed to investigate the 45 population genetic structure of the Argentinian Patagonia, through the analysis of 46 46 ancestry informative markers, in 433 individuals from five different localities. Overall, in 47 the Patagonian sample, the average individual ancestry was estimated as 35.8% Native 48 American (95% CI: 32.2-39.4%), 62.1% European (58.5-65.7%) and 2.1% African (1.7-49 2.4%). Comparing the five localities studied, statistically significant differences were 50 observed for the Native American and European contributions, but not for the African 51 ancestry. The admixture results combined with the genealogical information revealed 52 intra-regional variations that are consistent with the different geographic origin of the 53 participants and their ancestors. As expected, a high European ancestry was observed for 54 donors with four grandparents born in Europe (96.8%) or in the Central region of 55 Argentina (85%). In contrast, the Native American ancestry increased when the four 56 grandparents were born in the North (71%) or in the South (61.9%) regions of the country, 57 or even in Chile (60.5%). In summary, our results showed that differences on continental 58 ancestry contribution have different origins in each region in Patagonia, and even in each 59 locality, highlighting the importance of knowing the origin of the participants and their 60 ancestors for the correct interpretation and contextualization of the genetic information.
153 154 Participants were thoroughly informed of the scopes of the study and answered a 155 questionnaire to obtain information about their birthplace and that of the two preceding 156 generations (parents and grandparents). This information allowed us to evaluate a 157 possible association between genetic ancestry and geographic origin. DNA extraction was 158 performed as described in Parolin 255 between Trelew and San Carlos de Bariloche (NAM p = 0.1124, EU p = 0.152).
256
The overall results showed three main groups among central Patagonian localities: i) 299 for a better preservation of the original genetic background (Fig 4) . Indeed, Esquel 300 showed the highest average of Native American ancestry (52.4%; Fig 3) , and the highest 301 frequency of grandparents born in the same place (25.7%) (Fig 4) . 
434
The pairwise F ST matrix (S5 Table) was used to represent the genetic distances in a 435 multidimensional-scaling plot (Fig 7) . 
